
Navigation bar



Dataset gives you the 

following dropdown options



Upon clicking the query search, the 

query submission form appears

Select any of the provided options and click on to search



Table related to the search 

would appear
Table can be downloaded by clicking on the download button

Click here to go the GEO 

website for the particular 

GSEID

Click here to go the 

PubMed page for 

literature

Download the 

final matrix of 

the GSEID here



Click  the second option "Profiling Technique"  to view the proportion of the datasets 

from different platforms like Affymetrix, Illumina and Agilent



A Pie chart would appear showing the 

proportion datasets from all three platforms 

that has been included in the database.

The Pie chart is linked to the respective pages 

from where the information can be 

downloaded as shown in the above images



*This applies for both DepMap and 
Project Achilles data

Upon clicking the DepMap option 

a search box would appear

Any gene can be searched 

by entering the name in 

the search box



This table showing gene effect values of the selected gene across the AML 

cell lines would appear along with clinical characteristics Download the table here
Click here to view the bar 

graph

Scroll to see the entire table



Bar graph of Gene effect v/s Cell lines

Download the plot here



Drug search option will take 

you to a page where you can 

select the drug name from the 

dropdown menu



Click here to visit PubChem website for the drug

Upon clicking plot option the bar graph of logIC50 
v/s Cell lines appears

Download plot form here



*Same for methylation profiling data

Expression profiling will take you 

to the search page where name of 

a gene can be entered in the search 

box

Analysis section provides you with the following options



The search results will give you the Box-Whisker plots showing mean expression values of the gene

The search results will give you the Bar graph showing average beta values of the 
gene for methylation data



Mutational analysis will take 

you to the page where a 

particular gene and drug could 

be selected from the 

dropdown menu



Biomarkers section will display the following table of potential biomarkers of AML

This link will take you to the Genecard webpage where 

information about the gene can be obtained Click here to go the PubMed page for literature

Table can be 

downloaded from 

here



For example; if "Expression 

profiling data" is selected, all the 

GSEIDs corresponding to that 

would appear along with their 

sample number

Download final matrix files here

To go to individual GSEIDs click 
here

*Same for Methylation 
profiling data

Download option allow you to 

download individual datasets 

by clicking on the following 

options



Download gene dependency file  from hereDownload gene effect file  from here

Upon clicking "CRISPR-Cas9 screens 

data" the following table appears 

containing gene effect and gene 

dependency files from DepMap and 

Project Achilles data



Download the User 
manual here

The Hep section opens a page with six options. Click on the options below to read the hidden content
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